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ERIBRE L R4 7528 F B #5155 (Genomic Sequence Variation Markup Language, GSVML) &
ST B A 9 A8 S —%¢ ] & SNP (Single Nucleotide Polymorphism, HL4% 1 R 2 &5 1) #l STRP
(Short Tandem Repeat Polymorphism , %5 8 B¢ 5 52 22 35 X T 2l 38 N IS £t e 114 35 PR s = i 24 49 3 1A
Ay BAEREN I BE TR 5 A i e H 02 A AR 56 iy DNA 78 5 80408 F il a2 1 A e
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1 SeE

AR E T GSVML BYEAL HE T GSVML 458 .45 7 GSVML 1 DTD #il XML #=t,

AR SCAAE FH TN 2R At B ek (a5 11 AR S I8 L 0B = 2 AR 5 RN PR ATE 5 Hh AN 58 o] o A8 25
JE A 2R 50 A 3 DR AL 37 A S B A e

AR SO TN G2 R 5 N A BRE AR SC A P B, G N 408 2R NI IR BT S8 sh 4 . A SO ASE FHF HoAts

2 MIEMESIAXH

G0 SCA bR P 2 e SO RS S L T AS A SO AN T A k. Herb T H RS 1 S
AL H RS B RROAS 3 A SO 5 AN TE HR 0 51 SCPF s RROAS CRLEE B A7 948 250 38
AR

ISO 13606 (T A &R  fEEEE Y B FEEIC 38 E (Health informatics—Electronic health-

care record communication)
3 RIBMEX

TINARTE N E S T A S
3.1
#ITE actor
POERS kL I HGE 7/ DN
i PUTE AR AR AL A 3 R A PLES G ENUE S FIR D .
3.2
$YEEFIEIRIES bioinformatic sequence markup language ; BSML
AT EYE B AR B AT 4 il 35 A 4 .
3.3
M EFRIES cell markup language;cell ML
T ALY A Y BORL R Bt — AR R R AT RN M SS E T R EARIE
3.4
EREEEZ M TFE  cancer gene anatomy project; CGAP
A5 T NN/ B AS Fol fJg 2 2 1% 5 TR 2 3R 58 50, O 44 438 ) 1 08 B 3 AT 2 5 40 1) ik R
U EEPSNikA €L
3.5
EZHFHEFEI/E digital imaging and communication in medicine; DICOM
B 2 2 2 el b T B 2 AR B A CANR S 2 5O 5 A 2R 8 22 18] i A B0 A5 B ae 4, O o Ok
HEHEAEVE R bRE





